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Go to http://anm.csb.pitt.edu/

Enter PDB id 
(Enter) Cutoff, etc. 
Click Calculate

Automatically go to output page: eigenvalues, eigenvectors, movies, etc.
Accept Java running

(1) Change movie and save snapshot
(2)   Click Download files
(3)   Click Create PDB (motion)
(4)   Click Create PyMol script
(5)   Click B-factors/mode fluctuations
(6)   Click Correlations

Additional options: custom PDB, ligands
Click Submit your own protein
Click Proceed with advanced input options

Anisotropic Network Model Web Server 2.0

1. Inputs & ANM calculation

2. Outputs & Analyses



Input

Input & ANM calculation & Output

Calculation

(PDB 1XPA)

Connect spring:
Cα pairs within 15 Å

Normal Mode Analysis

113 positions

* Each mode has a vector (3N components, N=113) & a frequency.               
-> eigenvector & eigenvalue

Output

Mode2

Lower frequency
Global motion 

…

Mode19

Mode333 (3N-6, N=113)

…

Higher frequency
Local motion 



1. Inputs & ANM calculation

Enter

Click



2. Outputs & Analyses: (1) Change movie and save snapshot

Save snapshot

(1) Change movie
(display options)

(2)     (3)       (4)                    (5)                 (6)         
Click these!
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2. Outputs & Analyses: (2) Download files

First 30 eigenvalues (from 7 to 36)

X, Y, Z vector components at 113 positions (total 339 lines) 
for first 20 modes (from 2 to 21 columns)



2. Outputs & Analyses: (3) Create PDB (motion)

1xpa.pdb.15.2.15.20.pdb

Click

Click

VMD

2

2

2



2. Outputs & Analyses: (4) Create PyMol script

Click

PyMol movie



2. Outputs & Analyses: (5) B-factors/mode fluctuations

Change options

Click

“Save image as” 
using right 
button of mouse

Click for explanation



2. Outputs & Analyses: (6) Correlations

Click

Change 
options

Save image or text

Correlated
Anti-correlated

Click for explanation

Check
movie



Additional options

Click

Click & 
Submit

5.5 Å
7.5 Å

CA
N

Click


